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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.
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Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.
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For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
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Reporting for specific materials, systems and methods

Data for model training and computational screen is available at https://doi.org/10.5281/zenodo.7870357. Data for in-vitro biological experiments is included in the
'source data' supplementary file.
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Not applicable
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No sample size calculation was performed, and sample sizes were typically determined based on the availability of experimental data as it is a
standard in the field.

No sample was excluded, as reported in "Data acquisition and statistical analyses" section.

All the biological experiments were repeated no less than three times, unless otherwise stated. To assess reproducibility, statistical tests were
performed and chosen based on the nature of the comparison being made and the standard tests used in the field. Sample independence,
variance equality, and normality were assumed to be met although not explicitly examined. No experiment was excluded, and all experimental
replicates are plotted in the graphs as individual data points. All experimental data is available in the "source data" supplementary file
submitted with the manuscript. The number of experimental replicates and the statistical method used is reported in each figure legend and
in "materials and methods" in "Data acquisition, data plotting and statistical analysis". Experiments such as the ones reported in
Supplementary Figure 3 are standard in our lab, and were repeated and reproduced no less than five times, all attempts produced similar
results, without excluding experiments. Experiment in Supplementary figure 9f was replicated two times, and the data for both replicates are
in "source data" file. No experiment was excluded. Experiments such as the drug screen shown on Figure 3d and Supplementary Figure 6c
were done once, but candidate hits were subsequently validated for no less than three times with similar results.

For in vitro biological experiments, cell culture plates were randomly assigned to treatments in each biological experiment. Randomization
described in "materials and methods", in " Data acquisition, data plotting and statistical analysis " section.

Most biological imagine experiments were acquired and analysed automatically by a high content microscopy platform and software, and
thus, data collection and analysis were blinded. For all the other experiments, data collection and analysis were blinded to the person
collecting and analysing the data, and the samples were identified at the end of each experimental analysis.




